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Generative Models

Training data ~ P, Artificial data ~ P, _ ..,
&

Il Tearn it~ similatiol

2. Generate samples from P, ;.;
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Generative Models Potts Model
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Iraining data ~ P, Artificial data ~ P,,_;,; &= Parameters inferred with Gradient
. descent algorithm

1.Learn P, similarto P, .. &= Boltzmann Machine algorithm (BM)

2. Generate samples from P, ;.;
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Different features

Contacts Functional Positions

Y. Kleeorin, W. P. Russ, O. Rivoire, and R. Ranganathan, 2021
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Infer Generative Models that:

- Combine the inference of both local &
Collective features

Contact
ontacts - Reproduce the diversity of natural protein

Functional Positions families

- Capture other statistics
(15, 2nd 31 order statistics, PCA, energy distributions...)

Low regularization - SBM ( stochastic Boltzmann Machine ) *

Y. Kleeorin, W. P. Russ, O. Rivoire, and R. Ranganathan, 2021 *Yaakov Kleeorin



